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Figure 2:
The PISA website provides implementations for various optimization
problems and algorithms for different platforms.

Figure 3:
Snapshot of the biclustering toolbox BicAT developed in our group;
on the right, one of the biclusters
found is visualized.

Figure 1:
Trade-off solutions obtained by two different algorithms for
an optimization problem with three objectives.
Figure 4:
Example of a gene cluster over multiple, heterogeneous time course experiments
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